	Steady State
	TF perturbation
	Time Series
	Prediction Accuracy
12-15 min
	Prediction 
Accuracy
15-20 min

	No
	No
	Yes
	57%
	74%

	Yes
	No
	Yes
	66%
	74%

	Yes
	Yes
	Yes
	68%
	76%



The third column shows the correctness of predicting whether expression will increase or decrease between 12 minutes and 15 minutes depending on the data available. Using time series data alone (up to 12 minutes) gives just 57% accuracy, this increases substantially with steady state data and still further given just one DEX gene target. The improvements from 15 to 20 minutes are less impressive, partly because the model is already so good with the time series data alone. The single DEX gene still helped, though the effect was small.

The algorithms here included Dynamic Factor Graphs for the time series data, GENIE3 (Gene Network Inference with Ensemble of Trees) [Inferring Regulatory Networks from Expression Data Using Tree-Based Methods
Huynh-Thu VA, Irrthum A, Wehenkel L, Geurts P (2010) Inferring Regulatory Networks from Expression Data Using Tree-Based Methods. PLoS ONE 5(9):e12776. doi:10.1371/journal.pone.0012776]
. GENIE3 uses a collection of regression trees (which are generalized decision trees) to perform inference.  The algorithm creates a collection of regression trees, ranks the edges from each ones, and then creates a global ranking. This ranking plus the ranking from MCZ give starting values for the DFG algorithm.
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