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Education Background

· Ph.D. in Applied Mathematics, Harvard University, 1984.
· M.S. in computer and information science, Syracuse University, 1980
· B.S. in Engineering, Yale University, 1977
SELECTED PUBLICATIONS
Journal Publications: (10/85)
1. Shasha D. Upstart Puzzles: Take Your Seats. Commun. ACM 58(2): 104 (2015),
2. Shasha D. Upstart Puzzles: Proving without Teaching/Teaching without Proving. Commun. ACM 57(11): 120 (2014).
3. Youngs N, Penfold-Brown D, and Shasha D. Negative Example Selection for Protein Function Prediction: The NoGO Database. PLoS Computational Biology 10(6) (2014),
4. Giugno R, Bonnici V, and Shasha D. GRAPES: A Software for Parallel Searching on Biological Graphs Targeting Multi-Core Architectures. PLOS One: 8(10) (2013),
5. Bonnici V, Giugno R, and Shasha D. A subgraph isomorphism algorithm and its application to biochemical data. BMC Bioinformatics 14(S-7): S13 (2013),
6. Chirigati F, Troyer M, and Shasha D. A Computational Reproducibility Benchmark. IEEE Data Eng. Bull. 36(4): 54-59 (2013).
7. Shasha D. Future of computing: inspiration from nature. ACM Crossroads 18(3): 38-39 (2012).
8. Zhang X, Shasha D, Song Y. Fast Elastic Peak Detection for Mass Spectrometry Data Mining. IEEE Trans. Knowl. Data Eng. 24(4): 634-648 (2012).
9. Poultney C, Butterfoss G, and Shasha D. Rational design of temperature-sensitive alleles using computational structure prediction. PLOS One: 6(9) (2011),.
10. Natale R, Ferro A, and Shasha D. SING: Subgraph search In Non-homogeneous Graphs. BMC Bioinformatics 11: 96 (2010).
Conference Publications: (5/74)
1. Chirigati F, Shasha D, Freire J. Packing experiments for sharing and publication. ACM SIGMOD 2013: 977-980.
2. Cao W, Shasha D. AppSleuth: a tool for database tuning at the application level. EDBT 2013: 589-600

3. Freire J, Bonnet P, Shasha D. Computational reproducibility: state-of-the-art, challenges, and database research opportunities. ACM SIGMOD 2012: 593-596.
4. Meacham A, Shasha D. JustMyFriends: full SQL, full transactional amenities, and access privacy. ACM SIGMOD 2012: 633-636.
5. Freire J, Bonnet P, Shasha D. Exploring the Coming Repositories of Reproducible Experiments: Challenges and Opportunities. PVLDB 4(12): 1494-1497 (2011):

Authored Books: (2/18)
1. Network Inference in Molecular Biology – a hands-on framework. Jesse Lingeman and Dennis Shasha, Springer Verlag, 2012

2. High Performance Discovery in Time Series: techniques and case studies. Dennis Shasha and Yunyue Zhu, Springer Verlag Publishers, 2004.,.

Patents: (2/23)
1. Methods and systems for multi-dimensional motion. Dennis Shasha and Mike Whittaker, U.S. Patent number 8931417 Jan 13, 2015
2. Database outsourcing with access privacy” Dennis Shasha, Peter Williams,and Radu Sion U.S. Patent 8,458,451 June 4, 2013.
Invited Talks: (2/74)
1. Fast Methods for Finding Patterns in Time Serie. Microsoft Research, New York July 15, 2014.

2. Statistics is Easy. Microsoft Research, New York July 15, 2014.

PROFESSIONAL SERVICE
Editorship: Co-editor-in-chief of Information Systems, Series editor Systems Biology for Oxford University Press
Reviewing Service: ACM SIGMOD 2015, ACM SIGMOD 2014, EDBT 2014, KDD 2011, VLDB 2010, ACM SIGMOD 2008, VLDB 2007, ACM SIGMOD 2007, ICDE 2007, KDD 2006, ICDM 2005, VLDB 2005 and so on.
Journal Reviews: ACM Transactions on Database Systems, ACM Transactions on Office Information Systems, Transactions on Knowledge Discovery in Data, Real Time Systems Journal, IEEE Computer, IEEE Transactions on Software Engineering, IEEE Transactions on Computer, IEEE Transactions on Knowledge and Data Engineering, ACM Computing Surveys, Journal of Parallel and Distributed Computing, Journal of Algorithms, VLDB Journal, Genome Research and so on.
