Shasha, Dennis, Other Support
Active
1822156 (Bimbaum, K.)
07/01/18 - 06/30/20
0.10 Summer months

NSF
$6,131                                           
Developing High-Throughput CRISPR/Single-cell RNA-seq Screening in Maize
In this project, the goal is to develop causal models among genes based on CRISPR interference in promoters.
Role: Co-PI/PD
1840761 (Gloria, C.)
04/01/2019 - 03/31/21
.53 Summer months

NSF
$283,250
Research-PGR: Uncovering the molecular mechanisms that integrate nutrient and water dose sensing and impact crop production

In this project, the goal is to develop a computational model that can predict how phenotypes of interest (e.g. grain yield) can be predicted based on gene expression and nutrient/water mixes.
Role: Co-PI/PD

133962 (Gloria, C.)
09/01/14-8/31/20
1.00 Summer months

NSF
$273,127
NutriNet: A Network Inspired Approach to Improving Nutrient Use Efficiency (NUE) in Crop Plants
In this project, the goal is to develop computational models to suggest which genes to over-express to increase nitrogen use efficiency.
Role: Co-PI/PD
Pending 

R01 GM121753 (Gloria, C.)                          
 09/01/19 - 08/31/2


0.50 Summer months
NIH                                                     
 $90,00 DC Sasha only 

Hit-and-Run transcription: The mechanism and impact of transient interactions in dynamic gene regulatory networks that mediate rapid nutrient signaling 

In this project, the computational model goal is to develop a model of transient interactions that will establish causality between transcription factors and target genes pertaining to nitrogen even when there is no permanent binding.

Role: Co-PI

1925605 (Freire, J.)
10/01/19-09/30/22
0.50 Summer months

NSF
$79,442
CRI:Medium: An Infrastructure for Reproducibility and Re-Use of Computational Research

In this project, the goal is to develop tools for computational reproducibility including in parallal environments.
Role: Co-PI/PD

1934388 (Birnbaum, K.)
09/01/19-08/31/23
0.50 Summer months

NSF
$311,593

RESEARCH-PGR: Comparative developmental dynamics: single-cell analysis of maize meristem trajectories

In this project, the goal is to develop multi-cellular models among genes showing how the evolution of successor cells interacts with gene regulation for the less studied Maize plant.

Role: Co-PI/PD

Overlap

None

