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1980 Syracuse University, Syracuse, New York, M.S., Computer Science 
1977 Yale University, New Haven, Conneticut, B.S., Engineering and Applied Science 
Positions and Honors: 
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University. 
1990-1995 Associate Professor, Courant Institute of Mathematical Sciences, New York 

University. 
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Synergistic Activities: 
Database tuning and design consulting for Wall Street companies, Bell Labs, ecommerce, and 
biotech companies (drug discovery).  1991-Present 
Monthly puzzle column for editor Scientific American (www.sciam.com). 2001-Present 
Distinguished Science Advisor, New York Hall of Science, one of 20.  2003-Present 
List of Collaborators or Potential Collaborators: 
I have collaborated with the following people during the last 48 months (or may collaborate with 
them due to a series editorship at Oxford for Genomics and Bioinformatics) in addition to those 
listed in the publications list: Michael Ashburner, David Botstein, Charles Cantor,  Lee Hood, 
Minoru Kanehisa, Raju Kucherlapati, Gary Bader, Isidore Rigoutsos, Gregory Stephanopoulos, 
Martyn Amos, and Michael Rabin. 
Names of Graduate and Post-Graduate Advisors and Advisees: 
Dissertation advisor:  Nathan Goodman 
Advisees in the last 5 years (current affiliation is in parentheses):  
Rosalba Giugno (Assistant Prof, Univ of Catania, Bioinformatics) 
Alberto Lerner (Google Research) 
Yunyue Zhu (Finance) 
Aristotle Tsirigos (Bioinformatics, IBM) 
Xiaojian Zhao (Finance) 
Zhihua Wang (Ask.com)  
Tyler Neylon (Google research)  
Xin Zhang (Finance) 
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C. Research Support: 
Title:  Primitives for Online Time Series Analysis (NSF) 
Role on project: PI   Project dates:  09/15/05 – 08/31/2008 
This grant focuses on fast algorithms for correlation in very large time series.   

Title:  Arabidopsis 2010: High-Throughput Functional Analysis of Differentiation Network 
Genes (NSF) 
Role on project: Co-PI   Project dates:  09/01/2005 – 08/31/2008 
This grant focuses on finding redundant genes through machine learning.  My role is in the 
development and specification of machine learning techniques. 

Title:  N2010: Nitrogen Networks in Plants (NSF) 
Role on project: Co-PI   Project dates:  09/01/05 - 08/31/09 
This grant concerns the analysis of genome wide responses to nitrogen treatments, and the use of 
machine learning and network analysis to make connections between all developmental and 
physiological processes that are regulated by nitrogen treatments. 

Title:  Genomics of Comparative Seed Evolution (NSF) 
Role on project: Co-PI   Project dates:  10/01/04 - 09/30/09 
This grant concerns using a phylogenomic approach to identify genes involved in the evolution 
of seeds. 

Title:  Conceptual Data Integration for the VirtualPlant (NSF) 
Role on project: Co-PI   Project dates:  01/01/05 - 12/31/09 
This grant concerns the construction of a web tool called the VirtualPlant that combines a host of 
features that will enable researchers to mine genomic data using visualization tools which enable 
analysis and integration of genomic data in a biological context, including networks. 
 
 


