Result explanation

Dataset
Training data (source species): Arabidopsis and Medicago, then Arabidopsis and Glycine Max, both of whose correlation is in the top 5% and bottom 5%
Testing data (target species): Glycine_max (split into 3 parts: top 5%, bottom 5% and in-between) and Medicago

Features
In my experiment, the equation can be presented as:

Where






Calculation method
True positive= prediction is positive and reality is positive
False positive= prediction is positive and reality is negative
True negative= prediction is negative and reality is negative
False negative = prediction is negative and reality is positive

5per
1. Training using Arabidopsis and Medicago, testing Glycine Max
	
	Positive
	Negative
	Weights
	Avg deviation

	
	Recall
	Precision
	Recall
	Precision
	
	

	All edges
	26994/30595 (%88.23)
	26994/34042 (%79.30)
	18642/25690 (%72.57)
	18642/22243 (%83.81)
	0.0303 1.2601 -0.1415
	0.34

	Top and bottom 5%
	5792/6076 (%95.33)
	5792/5971 (%97.00)
	1498/1677 (%89.33)
	1498/1782 (%84.06)
	0.0299 1.2732 0.9645
	0.17

	In between
	24182/27706 (%87.28)
	24182/31227 (%77.44)
	15905/22950 (%69.30)
	15905/19429 (%81.86)
	0.0344 1.2573 -0.5824
	0.36



2. Training using Arabidopsis and Glycine Max, testing Medicago
	
	Positive
	Negative
	Weights
	Avg deviation

	
	Recall
	Precision
	Recall
	Precision
	
	

	All edges
	34435/41496 (%82.98)
	34435/44477 (%77.42)
	30185/40227 (%75.04)
	30185/37246 (%81.04)
	0.1128 1.0739 0.7415
	0.27

	Top and bottom 5%
	12558/12840 (%97.80)
	12558/13234 (%94.89)
	6582/7258 (%90.69)
	6582/6864 (%95.89)
	0.1376 1.0446 0.5452
	0.22

	In between
	16091/22564 (%71.31)
	16091/25278 (%63.66)
	21895/31082 (%70.44)
	21895/28368 (%77.18)
	0.1256 1.1066 0.8697
	0.29


None machine learning result:
1. Arabidopsis and Medicago
	
	Positive
	Negative
	Harmonic Mean
	Avg deviation

	
	Recall
	Precision
	Recall
	Precision
	Predicted
	Actual
	

	All edges
	34435/41496 (%82.98)
	34435/44477 (%77.42)
	30185/40227 (%75.04)
	30185/37246 (%81.04)
	-1.70
	1.02
	0.26

	Top and bottom 5%
	4072/4197 (%97.02)
	4072/4087 (%99.63)
	3961/3976 (%99.62)
	3961/4086 (%96.94)
	-1.49
	-3.10
	0.257

	In between
	30363/37299 (%81.40)
	30363/40390 (%75.17)
	26224/36251 (%72.34)
	26224/33160 (%79.08)
	-1.73
	0.89
	0.27



2. Arabidopsis and Glycine Max
	
	Positive
	Negative
	Harmonic Mean
	Avg deviation

	
	Recall
	Precision
	Recall
	Precision
	Predicted
	Actual
	

	All edges
	14436/17755 (%81.31)
	14436/20808 (%69.38)
	12060/18432 (%65.43)
	12060/15379 (%78.42)
	-1.48
	-0.04
	0.279

	Top and bottom 5%
	5792/6076 (%95.33)
	5792/5971 (%97.00)
	1498/1677 (%89.33)
	1498/1782 (%84.06)
	1.32
	0.04
	0.199

	In between
	12628/15657 (%80.65)
	12628/18998 (%66.47)
	10541/16911 (%62.33)
	10541/13570 (%77.68)
	-1.41
	-0.04
	0.284
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1. Training using Arabidopsis and Medicago, testing Glycine Max
	
	Positive
	Negative
	Weights
	Avg deviation

	
	Recall
	Precision
	Recall
	Precision
	
	

	All edges
	26163/35047 (%74.65)
	26163/40215 (%65.06)
	23679/37731 (%62.76)
	23679/32563 (%72.72)
	0.0302 1.1648 0.1189
	0.30

	Top and bottom 10%
	11409/13202 (%86.42)
	11409/12592 (%90.61)
	5567/6750 (%82.47)
	5567/7360 (%75.64)
	0.0148 1.1802 0.0394
	0.226

	In between
	14700/21966 (%66.92)
	14700/27623 (%53.22)
	18740/31663 (%59.19)
	18740/26006 (%72.06)
	0.0092 1.1744 -0.0925
	0.326



2. Training using Arabidopsis and Glycine Max, testing Medicago
	
	Positive
	Negative
	Weights
	Avg deviation

	
	Recall
	Precision
	Recall
	Precision
	
	

	All edges
	53472/72943 (%73.31)
	53472/76044 (%70.32)
	56439/79011 (%71.43)
	56439/75910 (%74.35)
	0.1240 0.9083 -0.1367
	0.268

	Top and bottom 10%
	23893/26048 (%91.73)
	23893/27118 (%88.11)
	19332/22557 (%85.70)
	19332/21487 (%89.97)
	0.0559 0.9277 0.0935
	0.301

	In between
	29385/46774 (%62.82)
	29385/48450 (%60.65)
	36158/55223 (%65.48)
	36158/53547 (%67.53)
	0.1118 0.9279 0.4401
	0.247


None machine learning result:
3. Arabidopsis and Medicago
	
	Positive
	Negative
	Harmonic Mean
	Avg deviation

	
	Recall
	Precision
	Recall
	Precision
	Predicted
	Actual
	

	All edges
	53540/73120 (%73.22)
	53540/76044 (%70.41)
	56330/78834 (%71.45)
	56330/75910 (%74.21)
	-0.02
	-0.38
	0.266

	Top and bottom 10%
	23886/26024 (%91.78)
	23886/27118 (%88.08)
	19349/22581 (%85.69)
	19349/21487 (%90.05)
	-0.12
	-12.25
	0.286

	In between
	29299/46607 (%62.86)
	29299/48450 (%60.47)
	36239/55390 (%65.43)
	36239/53547 (%67.68)
	-0.01
	-1.04
	0.257



4. Arabidopsis and Glycine Max
	
	Positive
	Negative
	Harmonic Mean
	Avg deviation

	
	Recall
	Precision
	Recall
	Precision
	Predicted
	Actual
	

	All edges
	26131/34973 (%74.72)
	26131/40215 (%64.98)
	23721/37805 (%62.75)
	23721/32563 (%72.85)
	-1.56
	-0.09
	0.259

	Top and bottom 10%
	11404/13189 (%86.47)
	11404/12592 (%90.57)
	5575/6763 (%82.43)
	5575/7360 (%75.75)
	0.15
	-0.02
	[bookmark: _GoBack]0.236

	In between
	14727/22018 (%66.89)
	14727/27623 (%53.31)
	18715/31611 (%59.20)
	18715/26006 (%71.96)
	-0.17
	-13.75
	0.267



